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FREDERICK R. ADLER
Curriculum vitae

Professor
Department of Mathematics and Department of Biology
University of Utah
Salt Lake City, UT 84112
Telephone: (801) 581-6848 (Math), (801) 585-6202 (Biology)
e-mail: adler@math.utah.edu

Research interests: Mathematical ecology, mathematical epidemiology, mathe-
matical immunology, mathematical oncology, virus dynamics, biodiversity, optimal
foraging theory, evolutionary ecology, ant behavioral ecology, urban ecology, cystic
fibrosis

EDUCATION
Ph.D. Cornell University, Applied Mathematics, August 1991

Thesis title: Models of Structured Populations
Thesis advisor: Simon A. Levin

M.S. Cornell University, Applied Mathematics, July 1989
B.A. Harvard-Radcliffe College, Mathematics, June 1984

HONORS AND AWARDS
2018 Fellow of the Ecological Society of America
2017 Fellow of the Society for Mathematical Biology
2016 Faculty Recognition Program Award, Career Services
2013-2015 President, Society for Mathematical Biology
2012-2013 University of Utah College of Science Professorship
2009- Faculty of 1000 Biology
2009 University of Utah Distinguished Mentor Award
1989-1990 Mathematical Sciences Institute Graduate Fellow
1985-1987 A.D. White Fellowship, Cornell University
1984 Phi Beta Kappa, Harvard University

PROFESSIONAL EXPERIENCE
2004- Professor, Department of Mathematics and

Department of Biology, University of Utah
2000 Visiting Faculty Fellow, Department of Ecology and

Evolutionary Biology, Princeton University
1998-2004 Associate Professor, Department of Mathematics and

Department of Biology, University of Utah
1993-1998 Assistant Professor, Department of Mathematics and
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Department of Biology, University of Utah
1991-1992 Visiting Postdoctoral Researcher, Center for Population Biology

University of California at Davis
Marc Mangel, Mentor

1987-1990 Teaching Assistant, Cornell University
1984-1985 Research Assistant, National Water Alliance, Washington, D.C.

GRANTS
2019-2023 Salivary Protein Influence on Taste and Feeding

(A-M. Torregrossa, PI, F.R. Adler co-PI on Utah subaward)
NIH: 1R01DC016869-01A1: $76,415

2017-2021 Combating subclonal evolution of resistant cancer phenotypes
(A. Bild, PI, F.R. Adler co-PI on Project 1 and Computational Core)
NIH U54 $6,000,000

2015-2020 Explanatory models of CF survival, infection and
intermediate clinical outcomes, NIH R01
(T. G. Liou, PI) $1,750,000

2012-2017 Research Training Group in Mathematical and
Computational Biology, NSF-DMS (J. P. Keener, PI) $2,579,183

2017 Army Research Office, $25,260
2016 Army Research Office, meeting grant $30,000
2013-2016 Cystic Fibrosis Foundation Clinical Research Award

(T. G. Liou, PI) $250,000
2011-2015 Genetic analysis of health related, polygenic

traits using the pure-bred canine model (K. G. Lark, PI) $1,119,220
2011-2013 Mitochondrial fitness variation in a naturally replicated

evolutionary experiment, NSF-DEB (J. Seger, PI) $495,000
2009-2014 Pathogen adaptation to specific host genotypes

(W. Potts, PI), NSF-DEB $985,000
2007-2013 The Ecology and Evolution of the Common Cold,

James S McDonnell Foundation (F. Adler, PI) $346,000
2006-2008 Polymicrobial disease and inflammation in cystic fibrosis, NIH

(T. G. Liou, PI) $411,000
2004-2008 The Effect of Anthropogenic Disturbance on the Dynamics

of Sin Nombre, NSF (D. Dearing, PI) $1,824,000
2004-2007 How Competition and Parasitism Control Diversity in

Ant Communities, NSF (D. H. Feener, PI) $420,000.00
2002-2005 Genetic Architecture of the Mammalian (Canid) Skeleton

NIH (K. G. Lark, PI)
2004-2009 RTG, NSF (J. P. Keener, PI) $2,579,183
2002-2007 IGERT, NSF (J. P. Keener, PI) $2,909,952
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2001-2003 Genetic architecture of soybean, USDA (K. G. Lark, PI)
1999-2000 Cystic Fibrosis Program, Margolis Foundation
1997-1999 Measuring Forager Responses to Inducible Defenses:

University of Utah Research Committee
1995-1996 Special Year in Mathematical Biology

(with H. Othmer and M. Lewis)
1995-1997 Brooks/Cole Publishing Company

POST-DOCTORAL SCHOLARS
2017- Jason Griffiths
2017- Thuy Le
2011-2012 Suma Ghosh
2010-2012 Samit Bhattacharyya
2010-2012 Nicole Lewis-Rogers
2009-2011 Subhra Bhattacharya
2008-2011 Peter Kim
2007-2010 Damon Toth
2005-2007 Jonathan Forde

GRADUATE STUDENTS: PhD
2016- Emerson Arehart, Department of Biology
2015- Liz Fedak, Department of Mathematics
2015- Samantha Hill, Department of Mathematics
2014- Rebecca Terry, Department of Mathematics
2009-2018 Laura Strube, Department of Mathematics
2011-2018 Katrina Johnson, Department of Mathematics
2012-2017 Leif Zinn-Bjorkman, Department of Mathematics
2010-2017 Benjamin Hardisty, Department of Biology
2009-2017 Joe Eason, Department of Mathematics
2009-2017 Anna Miller, Department of Mathematics
2009-2016 Andrew Basinski, Department of Mathematics
2007-2014 James Moore, Department of Mathematics
2007-2012 Chris Remien, Department of Mathematics
2007-2012 Erica Graham, Department of Mathematics
2006-2011 Sean Laverty, Department of Mathematics
2005-2010 Giao Huynh, Department of Mathematics
2004-2008 Brendan O’Fallon, Department of Biology
2002-2008 Luciano Valenzuela, Department of Biology
2003-2009 Amber Smith, Department of Mathematics
2003-2010 Courtney Davis, Department of Mathematics
2002-2007 Meagan McNulty, Department of Mathematics
2002-2007 John Zobitz, Department of Mathematics
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2002-2008 Colby Tanner, Department of Biology
1999-2006 Tim Brown, Department of Biology
1996-2002 Thomas Hills, Department of Biology
1993-2000 Stephen Proulx, Department of Biology
1996-2000 Adam Kay, Department of Biology

GRADUATE STUDENTS: Masters
2015-2017 Julia Inozemtseva, Department of Mathematics
2009-2011 Charles Cox, Department of Mathematics
2006-2009 Noelle Conforti, Department of Mathematics
2005-2007 Molly Kelton, Department of Mathematics
2002-2004 William Koppelman, Department of Mathematics,
2002-2004 Edgar Diaz, Department of Mathematics
2002-2004 Michelle Parslow, (Mathematics Education)
2002-2007 Aaron McDonald, Department of Mathematics
1999-2003 Bradley Demarest, Department of Biology
1992-1994 Deborah Horton, (Biology Education)

UNDERGRADUATE STUDENTS
2018- Cassie Buhler: Dynamical control of prostate cancer
2017- Katelyn Queen: The phenotypic diversity of cancer
2017-2018 Hannah Waddel: The community ecology of music
2015-2016 Sawson Gholami: The community ecology of music
2014-2015 Alex Beams: Antibiotic resistance

Hitesh Tolani: Epidemics on networks
Ethan Petersen: Optimal foraging theory

2012-2014 Sean Quinonez: Fighting ants
Ethan King: Dynamics of hantavirus
Taylor Block: Genetics of Cystic Fibrosis

2012-2013 Kyle Zortman: Dynamics of human papillomavirus
Skip Fowler: Stochastic epidemics and the Catalan numbers

1993-2012 Advised approximately 20 undergraduate researchers

DEPARTMENT SERVICE
2016-2019 Graduate Admissions Committee (Mathematics)
2015-2019 USER Committee chair (Biology)
2010-2011 Executive Committee (Mathematics)
2008-2013 Communications Committee (Biology)
2009-2010 Hiring Committee (Mathematics)
2010 MCTP resubmssion PI (Mathematics)
2009 IGERT resubmssion PI (Mathematics)
2009 MCTP submssion PI (Mathematics)
2008 IGERT resubmssion PI (Mathematics)
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2008-2009 Hiring Committee (Mathematics)
2006 Chair, Department Retreat Follow-Up Committee (Biology)
2005-2007 VIGRE Committee (Math)
2005-2007 Chair, BioURP Steering Committee (Biology)
2005-2006 Graduate Admissions Committee (Biology)
2004-2005 Executive Committee (Math)
2004-2005 Graduate Admissions Committee (Biology)
2003-2004 Vision Committee (Math)
2003-2005 Executive Committee (Biology)
2003-2007 Graduate Committee (Mathematics)
2002-2007 Math Education Committee (Mathematics)
2001-2002 Graduate Admissions Committee (Biology)
1995-1996 Communications committee (Biology)
1995-1996 Instructional computing committee (Math)
1994-1995 Ecology search committee (Biology)
1994-1995 Undergraduate mathematics initiative committee (Math)
1993-1995 Graduate admissions committee (Biology)
1995- Theory Lunch (Biology)

UNIVERSITY SERVICE
2018 Chair Internal Review Committee, Oncological Sciences
2015-2016 University Writing Committee
2013-2014 Search Committee, College of Science Dean
2002- Utah Symposium on Science and Literature Co-chair
2012- Director, Center for Quantitative Biology
2011-2013 Undergraduate Council
2011-2012 Humanities Area Committee
2011 Search Committee, Global Change and Ecosystems Center
2008-2012 Acting Director, Center for Quantitative Biology
2005-2007 Interdisciplinary Advisory Committee
2002-2010 Quantitative Intensive Committee
2002-2004 Academic Policy and Advisory Committee
2002-2005 Science Area Committee
2001-2002 Faculty Leadership Seminar
1997-1999 Tanner Lecture Committee

COURSES TAUGHT
Mathematical Models of Cancer, Math 6770 (2018)
The Role of Mathematics in Medicine, Math 3600/Biol 3400 (2013,2015)
Urban Ecology, Biol 5440 (5 times)
Mathematics for Life Scientists, Math 1170-1180 (over 10 times)
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Decision-Making: Advanced Mathematical Biology, Math 6780 (2014)
The Mathematics of Disease, Math 4800 (2012)
Advanced Statistics in R, Biol 6500 (2010, 2012, 2016, 2018)
Mathematical Models in Biology, Biol 5910 (8 times, 1997-2017)
Mathematical Biology I, Math 5110 (7 times)
Mathematical Biology II, Math 5120 (4 times)
Summer REU in Mathematical Biology (2010)
Mathematical Biology II, Math 6780 (4 times)
Science and Literature (with K. Coles) Math 5750 (2009)
Science and Literature (with K. Coles), Biol 5960-5 (2007)
Ecology and Evolution (Biol 3410, with J. Seger) (2005)
Core Seminar in Ecology and Evolution, Biol 7406 (2002)
Perspectives in Mathematics, Math 1080 (2001)
Statistics for Biologists, Biol 687 (1998)
Core Seminar in Ecology and Evolution, Biol 788 (1997)

EDITORIAL BOARDS
1998-2002 Ecology, Ecological Applications, Ecological Monographs
2007-2012 PLoSONE
2008-2014 The American Naturalist
2015-2017 Frontiers in Ecology and Evolution
2009- Ecology Letters

PANELS
2016 Executive Advisory Committee, CMCI, University of Idaho
2015 NSF workshop: G2P
2008 NSF panel: Advancing Theory in Biology

CONFERENCES ORGANIZED
2017 Society for Mathematical Biology Annual Meeting
2016 Centralized vs Decentralized Control in the Regulation of Populations

Santa Fe Institute
2015 Data-Driven Discovery: Preparing Researchers for the Quantitative

Biology of the Future, AAAS
2013 Ignite: Urban Ecology: From Biophysics to Society,

Ecological Society of America
2013 Ideas of March: Joint CQB/RTG workshop, Salt Lake City
2010 Organized Oral Session on Plant Signaling

Ecological Society of America
2009 Quantitative Biology Workshop

Utah Symposium on Science and Literature: Mathematics,
Language and Imagination
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2008 RTG Workshop: Mathematical Perspective on Cancer Immunology
Utah Symposium on Science and Literature: Measuring Scale

2005 Utah Symposium on Science and Literature: Some Re-Assembly Required
2003 Session Chair, Gordon Conference on Theoretical Ecology
2003 VIGRE Minicourse on Biological Invasions
1995 Fall Quarter of Special Year in Mathematical Biology

Organized Mathematics 675 with visiting lecturers
Minisymposium on Territoriality with 6 invited speakers

INVITED TALKS
2019 Ostrom Lecture, Washington State University

Department of Mathematics, Utah State University
Department of Mathematics, Brigham Young University

2018 Quantitative Life Sciences, McGill University
SACNAS Annual Meeting

2017 National Socio-Environmental Synthesis Center (SESYNC)
University of Idaho, IBEST

2016 Britton Lectures, McMaster University
St. Jude’s Childrens Hospital
Department of Mathematics, Utah State University

2015 Society for Integrative and Comparative Biology
Department of Microbiology & Molecular Biology,
Brigham Young University

2014 Center for Infectious Disease Dynamics, Penn State
Biomathematics and Ecology: Education and Research
University of Rochester
University of Central Oklahoma
Department of Biomedical Informatics, University of Utah

2013 University of Nevada at Las Vegas
North American Cystic Fibrosis Conference, Salt Lake City
Mountain West Cystic Fibrosis Consortium, Salt Lake City

2012 University of Michigan
EEID, University of Michigan
University of Texas at Arlington

2011 University of Tennessee
University of California at Santa Barbara

2010 University of California at Santa Cruz, Applied Mathematics
University of New Mexico, PIBBS
University of California at Irvine
University of Wyoming
SIAM Life Sciences
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2009 American Institute of Mathematics, Palo Alto
2008 Science at Breakfast, College of Science, University of Utah

Colorado College, Department of Mathematics
2007 Colorado State University, Biology

Colorado State University, PRIMES program
Smithsonian Tropical Research Institute, Panama
Mathematical Modeling and Analysis of Populations in Biological Systems
University of Arizona

2006 Princeton University, Ecology and Evolutionary Biology
University of Alabama Birmingham, Mathematics

2005 Undergraduate Lecturer, Park City Math Institute
SWARMS, Army Research Office, Napa, California

2004 Ecology Center, Utah State University
2003 Banff Institute, Banff

University of Idaho, Department of Mathematics
University of Idaho, Department of Biology
University of Georgia, Institute of Ecology
Mountain West Cystic Fibrosis Consortium

2002 University of Illinois at Chicago
Mathematical Association of America, Rocky Mountain Section

2000 Winterschool on Population Dynamics, Woudschoten
Dutch Theoretical Ecology meeting, Texel
University of Utrecht, Applied Mathematics
University of Munich, Zoology
Princeton University, Ecology and Evolutionary Biology

1999 Summer School for Mathematical Biology, UBC
Institute for Theoretical Dynamics, UC Davis

1998 Gordon Conference on Theoretical Biology
Research and Teaching in Mathematics and Biology, UAM-Iztapalapa Mexico

1997 Oregon State University, Dept of Biology
Oregon State University, Dept of Mathematics

1996 National Center for Environmental Analysis and Synthesis, Santa Barbara
Mathematical Association of America, Rocky Mountain Section
Oberwolfach Mathematisches Forshungsinstitut
Imperial College at Silwood Park
University of Edinburgh
Cambridge University
University of Bristol
University College London
University of Amsterdam

1995 Utah State University
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1994 Utah State University
Weber State University

1992 Stanford University
University of California, Davis
Ecological Society of America
Theory/Empirical Workshop, University of Wisconsin
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