C:\Documents and Settings\iodell\My Documents\DNA Differentiation Text Files\0614 UTR 2.doc

       1                                                                                                                         125

      UTR 1a AF021887 97     (1) ------------------------------------------------------------------CGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1a AF021904 97     (1) ------------------------------------------------------------------CGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1a AF463467 02     (1) -------------------------------------------------------------------------------------------------------CGT-GCAGC-CTCCAGGACCCC
  UTR 1a HCV AJ006319 98     (1) ---------------------------------------------------------------------AGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 1a HCV AJ006333 98     (1) ----------------------------------------------------------------------------TTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1b AF021901 97     (1) ------------------------------------------------------------------CGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1b AF021902 97     (1) ------------------------------------------------------------------CGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1b AF217301 00     (1) ----------------------------------------------------------------CACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 1b AF463470 02     (1) -------------------------------------------------------------------------------------------------------CGT-GCAGC-CTCCAGGACCCC
      UTR 1b AJ242654 00     (1) GCCAGCCCCCGATTGGGGGCGACACTCCACCATAGATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 1b HCV AJ006332 98     (1) ----------------------------------------------------------------------------TTCTAGCCA-GGCGTTAGA--GGAGGTCG--GCAGC-CNCCAGGACCCC
  UTR 1b HCV AJ006334 98     (1) -----------------------------------------------------------------------------TCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACTCC
  UTR 1b HCV AJ006335 98     (1) ----------------------------------------------------------------------------TTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 1b HCV AJ006336 98     (1) -----------------------------------------------------------------------------TCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
UTR 1c? HCV HP-G9 D14853     (1) GCCAGCCCCCTGATGGGGGCGACACTCCGCCATGAATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
   UTR 2 HCV AJ006326 98     (1) --------------------------------------------TGTGAGGAACTTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGCCCCC
   UTR 2 HCV AJ006327 98     (1) ---------------------------------------------------------------------------------GCCATGGCGTTAGTATGAGTGTCGC-GCAGC-CTCCAGGACCCC
      UTR 2a AF217304 00     (1) ----------------------------------------------------------------CACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
    UTR 2a HCV D45876 99     (1) ----------------------------------------------------------------------------------CCATGGCGTTAGTATGAGTGTTGC-ACAGC-CTCCAGGCCCCC
    UTR 2a HCV L38336 95     (1) -------------------------------------------------------------------------------------------------------CGT-ACAGC-CTCCAGGCCCCC
      UTR 2b AF217307 00     (1) ----------------------------------------------------------------CACGCAGAAAGCGCCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGCCCCC
  UTR 2b HCV AB030907 01     (1) GCCCGCCCCCTGATGGGGGCGACACTCCGCCATGAATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
  UTR 2b HCV AF057149 98     (1) -----------------------------------------------------------------------AAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
    UTR 2b HCV D31606 99     (1) GCCCGCCCCCTGATGGGGGCGACACTCCGCCATGAGTCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
    UTR 2b HCV D45879 99     (1) ----------------------------------------------------------------------------------CCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGCCCCC
    UTR 2b HCV L29464 94     (1) ------------------------------------------------------------------------------------------------TGAGTGTCGT-ACAGC-CTCCAGGCCCCC
      UTR 2c AF463483 02     (1) -------------------------------------------------------------------------------------------------------CGT-ACAGC-CTCCAGGCCCCC
      UTR 2c AF463485 02     (1) -------------------------------------------------------------------------------------------------------CGT-ACAGC-CTCCAGGCCCCC
  UTR 2c HCV AF041329 98     (1) -----------------------------------------------------------------------------------------------------------------------------
   UTR 3 HCV AJ006331 98     (1) ----------------------------------------------------------------------------------CCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGCCCCC
      UTR 3a AF217313 00     (1) ----------------------------------------------------------------CACGCGGAAAGCGCCTAGCCATGGCGTTAGTACGAGTGTCGT-GCAGC-CTCCAGGACCCC
      UTR 3a AF463487 02     (1) -------------------------------------------------------------------------------------------------------CGT-GCAGC-CTCCAGGACCCC
  UTR 3a HCV AJ006318 98     (1) ---------------------------------------------------------------------GGAAAGCGCCTAGCCATGGCGTTAGTACGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 3a HCV AJ006323 98     (1) ---------------------------------------------------------------------GGAAAGCGCCTAGCCATGGCGTTAGTACGAGTGTNGT-GCAGC-CTCCAGGCCCCC
    UTR 3b HCV D49374 99     (1) --ACCTGCCTCTTTCGAGGCGACACTCCACCATGAATCACTCCCCTGTGAGGAACTTCTGTCTTCACGCGGAAAGCGTCTAGCCATGGCGTTAGTACGAGTGTCGT-GCAGC-CTCCAGGCCCCC
      UTR 3h AF216797 00     (1) ----------------------------------------------------------------------------------CCATGGCGTTAGTACGAGTGTCGA-ACAGC-CTCCAGGCCCCC
       UTR 4 AF217314 00     (1) ----------------------------------------------------------------TACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGA-ACAGC-CTCCAGGACCCC
   UTR 4 HCV AJ006324 98     (1) ---------------------------------------------------------------------GGAAAGCGCCTAGCCATGGCGTTAGTACGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 4a HCV AF057154 98     (1) -----------------------------------------------------------------------AAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 4a HCV AF057155 98     (1) -----------------------------------------------------------------------AAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
    UTR 4a HCV Y11604 97     (1) --------------------------------------------------------------TTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGACCCC
   UTR 4b? HCV Z1 M84845     (1) -----------------------------------------------------------GTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGCCCCC
 UTR 4c? HCV GB48 L29615     (1) ------------------------------------------------------------------------------------------TTAGTATGAGTGTTGT-ACAGC-CTCCAGGACCCC
   UTR 4c? HCV Z6 M84862     (1) -----------------------------------------------------------GTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGACCCC
 UTR 4d? HCV DK13 M84832     (1) -----------------------------------------------------------GTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGACCCC
   UTR 4e? HCV Z5 M84828     (1) -----------------------------------------------------------GTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTTGT-ACAGC-CTCCAGGGCCCC
       UTR 5 AF217315 00     (1) ----------------------------------------------------------------CACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGA-ACAGC-CTCCAGGACCCC
       UTR 5 AY033768 01     (1) ---------------------------------------------TGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGACCCC
       UTR 5 AY033769 01     (1) ----------------------------------------TCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGA-ACAGC-CTCCAGGACCCC
    UTR 5a HCV Y13184 00     (1) --------------------------------------------------------------TTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGA-ACAGC-CTCCAGGACCCC
    UTR 6a HCV L38339 95     (1) -------------------------------------------------------------------------------------------------------CGT-ACAGC-CTCCAGGCCCCC
    UTR 6a HCV Y12083 97     (1) -------------------------------------------------------------TTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
  UTR 6a? HCV HK2 M84827     (1) -----------------------------------------------------------GTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-ACAGC-CTCCAGGCCCCC
 UTR 7a? HCV VN13 L38354     (1) -------------------------------------------------------------------------------------------------------CGT-GCARC-CTCCAGGACCCC
UTR 7a? HCV VN540 D88474     (1) ---GCCAGCCCCTAACGGGGCGACACTCCACCATGATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
UTR 8a? HCV VN507 D88470     (1) ---GCCAGCCCCTAACGGGGCGACACTCCACCATGATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGT-GCAGC-CTCCAGGACCCC
  UTR 9a? HCV FR1 U51763     (1) --------------------------------------------------------------------CGGAAAGCGCCTAGCCATGGCGTTAGTACGAGTGTCGT-GCAGC-CTCCAGGACCCC
 UTR 10 (a?) NL96 L44604     (1) ----------------------CTCCACTGTCACTGAGCAGGACATCAGGGTAGAACTTTCCATCTTTCAGGCCTGTGACCTCAAGGACGAGGCTAGGAGGGTGATAACTTCACTCACGGAGCGG
                    KY78     (1) -----------------------------------------------------------------------------------------------------------------------------
                   KY81+     (1) -----------------------------------------------------------------------------------------------------------------------------
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      UTR 1a AF021887 97    (58) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
      UTR 1a AF021904 97    (58) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGAACAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
      UTR 1a AF463467 02    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
  UTR 1a HCV AJ006319 98    (55) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
  UTR 1a HCV AJ006333 98    (48) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
      UTR 1b AF021901 97    (58) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
      UTR 1b AF021902 97    (58) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
      UTR 1b AF217301 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
      UTR 1b AF463470 02    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
      UTR 1b AJ242654 00   (124) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 1b HCV AJ006332 98    (44) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 1b HCV AJ006334 98    (47) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 1b HCV AJ006335 98    (48) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 1b HCV AJ006336 98    (47) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTCG-TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
UTR 1c? HCV HP-G9 D14853   (124) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
   UTR 2 HCV AJ006326 98    (80) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTGTGCCCGG-CCATTTGGGCGTGCCCCCGCA
   UTR 2 HCV AJ006327 98    (43) CCCTCCAGGGAGAGCCATAGTGGTCTGCGGAGCCGGTGAGTACACCGGAATTGCCAGGAT-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
      UTR 2a AF217304 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-TCATTTGGGCGTGCCCCCGCA
    UTR 2a HCV D45876 99    (42) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-CCATTTGGGCGCGCCCCCGCA
    UTR 2a HCV L38336 95    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-CCATTTGGGCGTGCCCCCGCA
      UTR 2b AF217307 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTACCGGAAA-GACTGGGTCCTTTC--TTGGACAAA-CCCACTCTATGTCCGG-TCATTTGGGCGTGCCCCCGCA
  UTR 2b HCV AB030907 01   (124) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGAAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGTCCGG-TCATTTGGGCGTGCCCCCGCA
  UTR 2b HCV AF057149 98    (53) CCCTCCCGCGAGAGC-ATAGTGGTCTGCGGAACCGGTGAGTACACCGAAATTACCGGAAAAGACTGGGTCCTTTC--TTGGATACAACCCACTCATTGCCCGGTCGATTTGGGCGTGCCCCCGCG
    UTR 2b HCV D31606 99   (124) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTACCGGAAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGTCCGG-TCATTTGGGCGTGCCCCCGCA
    UTR 2b HCV D45879 99    (42) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTACCGGAAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGTCCGG-TCATTTGGGCGTGCCCCCGCA
    UTR 2b HCV L29464 94    (28) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGAAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGTCCGG-TCATTTGGGCGTGCCCCCGCA
      UTR 2c AF463483 02    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-CCATTTGGGCGTGCCCCCGCA
      UTR 2c AF463485 02    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-CCATTTGGGCGTGCCCCCGCA
  UTR 2c HCV AF041329 98     (1) -CCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAA-GACTGGGTCCTTTC--TTGGATAAA-CCCACTCTATGCCCGG-CCATTTGGGCGTGCCCCCGCA
   UTR 3 HCV AJ006331 98    (42) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGAACAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCG
      UTR 3a AF217313 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCA
      UTR 3a AF463487 02    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGAGCAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCG
  UTR 3a HCV AJ006318 98    (55) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCG
  UTR 3a HCV AJ006323 98    (55) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGAGCAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCA
    UTR 3b HCV D49374 99   (122) CCCTTCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGAACAA-CCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCG
      UTR 3h AF216797 00    (42) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCCCCAGGAC-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCCATGCCTGG-GTATTTGGGCGTGCCCCCGCG
       UTR 4 AF217314 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AGATTTGGGCGTGCCCCCGCG
   UTR 4 HCV AJ006324 98    (55) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGAACAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCG
  UTR 4a HCV AF057154 98    (53) CCCTCCCGCGAGAGC-ATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 4a HCV AF057155 98    (53) CCCTCCCGCGAGAGC-ATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGGA-TACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCTGG-AAATT-GGGCGTGCCCCCGCG
    UTR 4a HCV Y11604 97    (62) CCCTCCCGGGAGAGCCATAGTGGTCTTCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATTAA-CCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCA
   UTR 4b? HCV Z1 M84845    (65) CCCTCCCGGGAGAGCCATGGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCCGG-CAATTTGGGCGTGCCCCCGCA
 UTR 4c? HCV GB48 L29615    (34) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCA
   UTR 4c? HCV Z6 M84862    (65) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCA
 UTR 4d? HCV DK13 M84832    (65) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCA
   UTR 4e? HCV Z5 M84828    (65) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCGGGAT-GACCGGGTCCTTTC--TTGGATTAAACCCGCTCAATGCCCGG-AAATTTGGGCGTGCCCCCGCG
       UTR 5 AF217315 00    (60) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AGATTTGGGCGTGCCCCCGCG
       UTR 5 AY033768 01    (79) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AGATTTGGGCGTGCCCCCGCG
       UTR 5 AY033769 01    (84) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAAACCCGCTCAATGCCCGG-AGATTTGGGCGTGCCCCCGCG
    UTR 5a HCV Y13184 00    (62) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAT-GACCGGGTCCTTTC--TTGGATAAA-CCCGCTCAATGCCCGG-AGATTTGGGCGTGCCCCCGCG
    UTR 6a HCV L38339 95    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAT-GACCGGGTCCTTTCCATTGGATCAAACCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
    UTR 6a HCV Y12083 97    (63) CCCTCCCGCGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAT-GACCGGGTCCTTTCCATTGGATCAAACCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
  UTR 6a? HCV HK2 M84827    (65) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAT-GACCGGGTCCTTTCCATTGGATCAAACCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCA
 UTR 7a? HCV VN13 L38354    (21) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGMGTKCCCCCGCG
UTR 7a? HCV VN540 D88474   (121) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
UTR 8a? HCV VN507 D88470   (121) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGAC-GACCGGGTCCTTTC--TTGGATCAA-CCCGCTCAATGCCTGG-AGATTTGGGCGTGCCCCCGCG
  UTR 9a? HCV FR1 U51763    (56) CCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCTGGGGT-GACCGGGTCCTTTC--TTGGAGCAA-CCCGCTCAATACCCAG-AAATTTGGGCGTGCCCCCGCG
 UTR 10 (a?) NL96 L44604   (104) CTTTACTGTGGTGGTCCTA-TGTTCAAC--AGCAAGGGACAACACTGCGGTTACCGCCGCTGCCGTGCTAGTGGGG-TGCTACCCACCAGCTTCGGGAACACAATCACCTGTTACATCAAAGCAA
                    KY78     (1) -----------------------------------------------------------------------------------------------------------------------------
                   KY81+     (1) ------------------------CTGCGGAACCGGTGAGTACACC------------------------------------------------------------------------------
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      UTR 1a AF021887 97   (178) AGACTGCTAGCCG----------------------------------------------------------------------------------------------------------------
      UTR 1a AF021904 97   (178) AGACTGCTAGCCG----------------------------------------------------------------------------------------------------------------
      UTR 1a AF463467 02   (141) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCT---------------------------------------------------------------------------------------
  UTR 1a HCV AJ006319 98   (175) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
  UTR 1a HCV AJ006333 98   (168) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGA-----------------------------------------------------
      UTR 1b AF021901 97   (178) AGACTGCTAGCCG----------------------------------------------------------------------------------------------------------------
      UTR 1b AF021902 97   (178) AGACTGCTAGCCG----------------------------------------------------------------------------------------------------------------
      UTR 1b AF217301 00   (180) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
      UTR 1b AF463470 02   (141) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCT---------------------------------------------------------------------------------------
      UTR 1b AJ242654 00   (244) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACG-----------------
  UTR 1b HCV AJ006332 98   (164) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTG------------------------------------------------------
  UTR 1b HCV AJ006334 98   (167) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGA-----------------------------------------------------
  UTR 1b HCV AJ006335 98   (168) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGA-----------------------------------------------------
  UTR 1b HCV AJ006336 98   (168) AGACTGCTAGCCGAGTAGTGTTGAGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTG------------------------------------------------------
UTR 1c? HCV HP-G9 D14853   (244) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACG-----------------
   UTR 2 HCV AJ006326 98   (200) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCC----------------------------------------------------------------------------------------
   UTR 2 HCV AJ006327 98   (163) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGC-----------------------------------------------------------
      UTR 2a AF217304 00   (180) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
    UTR 2a HCV D45876 99   (162) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
    UTR 2a HCV L38336 95   (141) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACAAATCCTAAACCTCAAAG
      UTR 2b AF217307 00   (180) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
  UTR 2b HCV AB030907 01   (244) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGCCTCGTAGACCGTGCACCATGAGCACA-----------------
  UTR 2b HCV AF057149 98   (175) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCG----------------------------------------------------------
    UTR 2b HCV D31606 99   (244) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATC--------------------------
    UTR 2b HCV D45879 99   (162) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
    UTR 2b HCV L29464 94   (148) AGACTGCTAGCCTAGTAGCGTTGGGTTGCG-----------------------------------------------------------------------------------------------
      UTR 2c AF463483 02   (141) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCT---------------------------------------------------------------------------------------
      UTR 2c AF463485 02   (141) AGACTGTTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCT---------------------------------------------------------------------------------------
  UTR 2c HCV AF041329 98   (120) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTCCATCATGAGCACGAATCCTAAACCTCAAAG
   UTR 3 HCV AJ006331 98   (162) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTG------------------------------------------------------
      UTR 3a AF217313 00   (180) AGATCACTAGCCGAGTATTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
      UTR 3a AF463487 02   (141) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCT---------------------------------------------------------------------------------------
  UTR 3a HCV AJ006318 98   (175) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
  UTR 3a HCV AJ006323 98   (175) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
    UTR 3b HCV D49374 99   (242) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCAACATGAGCACACT---------------
      UTR 3h AF216797 00   (162) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGT---------------------------------------------------------------------------------
       UTR 4 AF217314 00   (180) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
   UTR 4 HCV AJ006324 98   (175) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
  UTR 4a HCV AF057154 98   (172) AGACTGCTAGCCGAGTGGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCG----------------------------------------------------------
  UTR 4a HCV AF057155 98   (171) AGACTGCTAGCCGAGTGGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCG----------------------------------------------------------
    UTR 4a HCV Y11604 97   (182) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGCGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAAACCTCAAAG
   UTR 4b? HCV Z1 M84845   (185) AGACTGCCAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACAAATCCTAAACCTCAAAG
 UTR 4c? HCV GB48 L29615   (154) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
   UTR 4c? HCV Z6 M84862   (185) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAAACCTCAAAG
 UTR 4d? HCV DK13 M84832   (185) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAAACCTCAAAG
   UTR 4e? HCV Z5 M84828   (186) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACGAATCCTAAACCTCAAAG
       UTR 5 AF217315 00   (180) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGG-----------------------------------------------
       UTR 5 AY033768 01   (199) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCAT------------------------
       UTR 5 AY033769 01   (205) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTANACCGTGCAC---------------------------
    UTR 5a HCV Y13184 00   (182) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAAACCTCAAAG
    UTR 6a HCV L38339 95   (144) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCAAAACCCCAAAG
    UTR 6a HCV Y12083 97   (186) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCAAAACCCCAAAG
  UTR 6a? HCV HK2 M84827   (188) AGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCAAAACCCCAAAG
 UTR 7a? HCV VN13 L38354   (141) AGACTGCTARCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCTAAACCTCAAAG
UTR 7a? HCV VN540 D88474   (241) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCTAAACCTCAAAG
UTR 8a? HCV VN507 D88470   (241) AGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTG-CTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCATCATGAGCACACTTCCAAAACCCCAAAG
  UTR 9a? HCV FR1 U51763   (176) AGATCACTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGC----------------------------------------------------------------------------
 UTR 10 (a?) NL96 L44604   (225) AGGCAGCTACCAAAGCTGCC---GGAATTAAAAATCCATCATTCCTTGTCTGCGGAGATGACTTGGTCGTGATTGCTGAGAGTGCAGGGATCGATGAGGACAAGAGCGCCTTGAGAGCT------
                    KY78     (1) --------------------------------------------ACTGCCTGATAGGGTG-CTTGCGAG--------------------------------------------------------
                   KY81+    (23) -----------------------------------------------------------------------------------------------------------------------------
